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Timber plantations in the southern hemisphere use pines native to the northern hemisphere
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Target Questions

What are the roles and factors of soil microbiota in a pine
invasion?

e How does the diversity of soil bacteria change across an invasion

gradient?
e \Which families of microbes distinguish or dominate their respective

forest types
e \Which forest types exhibit unique or similar compositions of microbe

communities



Means and Methods
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Diversity of soil bacteria association was lost when transitioning between USA and Australia

N

Bacteria Shannon Index

Native Pine Interior of Plantation Edge of Plantation Pine Invasion Eucalyptus



Relative abundance of bacteria suggest a few families distinguish between forest types
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PCoA ordination show Australian forests with distinct composition from USA native forests
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Summary

e \We found reduced diversity of bacteria associated within the non-native
pine range, compared to the native pine range

e \We identified novel associations of bacteria families in the non-native
range.

e The soil community structures of Australia show greater similarities with
one another than with US native pine ranges, independent of the tree
species



Possible explanations, and future steps

Consider understory Including soil chemistry Inclusion of fungi &
and broader plant data direct root association
diversity datasets
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